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Size profiles (Fig 2) of QCMs were within the expected cell-free DNA (cfDNA) size range, approximately 150-200 bp, on the basis of TapeStation DNA size measurements. Horizon and Thermo Fisher ...
Validation of ctDNA Quality Control Materials Through a Precompetitive Collaboration of the Foundation for the National Institutes of Health
4 Faculty of Bioscience, Heidelberg University, Heidelberg, Germany. 5 Cancer Biology and Epigenetics Group, Research Center of Portuguese Oncology Institute of Porto, 4200-072 Porto, Portugal. 6 ...
A nonviral, nonintegrating DNA nanovector platform for the safe, rapid, and persistent manufacture of recombinant T cells
cfDNA quantity and quality were also assessed by the Agilent High Sensitivity TapeStation assay (Agilent Technologies, Santa Clara, CA) according to vendor protocols and analyzed using the TapeStation ...
Feasibility of Cell-Free DNA Collection and Clonal Immunoglobulin Sequencing in South African Patients With HIV-Associated Lymphoma
Additional equipment includes a PerkinElmer Sciclone NGSx Workstation, two 10x Genomics Chromium Controllers, a Covaris LE220, Sage Science BluePippin Prep gel system, an Agilent 4200 TapeStation, an ...
Genomics & Bioinformatics Grants and Publications
1 Telethon Institute of Genetics and Medicine, Naples, Italy. 2 University of Naples Federico II, Department of Chemical Materials and Industrial Engineering, Naples, Italy. 3 Istituto Nazionale di ...

This book is intended for practicing pathologists and cytopathologists, as well as for pathology trainees and cytotechnicians. It starts with a detailed description of the extremely important pre-analytical phase for molecular testing followed by a presentation of the key tests and their application in different organs, e.g. the lung or thyroid. Step-by-step instructions for the different assays, reporting and clinical integration of the test results are discussed. The authors help the
reader to benefit from their experiences by providing a valuable tool for the implementation of these techniques in daily practice. Though the use of molecular techniques is well established in surgical biopsies, to date they are not widely used in connection with cytological material. However, in some fields like lung cancer or aspirates from the pancreas and biliary tract the only available material for diagnosis is the cytological preparation a fact that has created a need for the
standardization of molecular techniques on cytology.
Fish represent the most ancestral and specious group of vertebrates, and occupy more diverse aquatic environments around the world. Ichthyofauna is extremely diverse, especially in megadiverse countries occupying biogeographical regions such as the Neotropical Region, which covers an extensive area between North and South America. Much of this biodiversity will be extinct, even before science knows any aspect of its biology. Like this, Neotropical fish genetics
started in the end of the 70’s with papers studying the chromosomes of Hoplias malabaricus (Family Erythrinidae) and the karyotype variation among three genera of the family Anostomidae. The topic at that time was concentrated in two Institutions from the state of São Paulo, Southeastern Brazil. In the middle 80’s, the first Symposium on Neotropical Fish Cytogenetics was organized. Nowadays, the field of Neotropical Fish Genetics is present in Brazil, Colombia,
Argentina, Uruguai, Venezula, Chile, and Equador, as well as outside South America in Panama, Mexico, USA, Canada, Czech Republic, Germany, and Spain. The research developed in cytogenetics has focused mainly on karyotype evolution and cytotaxonomy, chromosome structure and, more recently, cytogenomics. In relation to the use of molecular markers, support has been sought for the management of populations for conservation or production in captivity. In
addition, many studies have been carried out with the aim of establishing supra-specific phylogenetic relationships and clarifying species distribution scenarios by phylogeographic modeling. The genome and transcriptome of some model species begin to emerge as extremely promising and informative areas for neotropical fish. In 2017, the Neotropical fish genetics research community celebrates the 30th anniversary of its main Meeting (today entitled Symposium on
Neotropical Fish Genetics and Cytogenetics). This Research Topic is part of this celebration and aims at reporting the state of the art and its current advances in the frontier of knowledge in genetics, evolution, and conservation of neotropical fish, as well as to detect the challenges to be overcome in the next years.

Recently, stem cells have been drawing increasing interest in basic and translational research that aims to understand stem cell biology and generate new therapies for various disorders. Many stem cells can be cultured in 2D relatively easily using tissue culture plastic. However, many of these cultures do not represent the natural conditions of stem cells in the body. In the body, microenvironments include numerous supporting cells and molecules. Therefore, researchers and
clinicians have sought ideal stem cell preparations for basic research and clinical applications, which may be attainable through 3D culture of stem cells. The 3D cultures mimic the conditions of the natural environment of stem cells better, as cells in 3D cultures exhibit many unique and desirable characteristics that could be beneficial for therapeutic interventions. 3D stem cell cultures may employ supporting structures, such as various matrices or scaffolds, in addition to
stem cells, to support complex structures. This book brings together recent research on 3D cultures of various stem cells to increase the basic understanding of stem cell culture techniques and also to highlight stem cell preparations for possible novel therapeutic applications.
Capillary Electromigration Separation Methods is a thorough, encompassing reference that not only defines the concept of contemporary practice, but also demonstrates its implementation in laboratory science. Chapters are authored by recognized experts in the field, ensuring that the content reflects the latest developments in research. Thorough, comprehensive coverage makes this the ideal reference for project planning, and extensive selected referencing facilitates
identification of key information. The book defines the concept of contemporary practice in capillary electromigration separation methods, also discussing its applications in small mass ions, stereoisomers, and proteins. Edited and authored by world-leading capillary electrophoresis experts Presents comprehensive coverage on the subject Includes extensive referencing that facilitates the identification of key research developments Provides more than 50 figures and tables
that aid in the retention of key concepts
This volume provides a comprehensive overview for investigating biology at the level of individual cells. Chapters are organized into eight parts detailing a single-cell lab, single cell DNA-seq, RNA-seq, single cell proteomic and epigenetic, single cell multi-omics, single cell screening, and single cell live imaging. Written in the highly successful Methods in Molecular Biology series format, chapters include introductions to their respective topics, lists of the necessary
materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips on troubleshooting and avoiding known pitfalls. Authoritative and cutting-edge, Single Cell Methods: Sequencing and Proteomics aims to make each experiment easily reproducible in every lab.
This volume covers the latest protocols designed to identify and characterize TEs in genomes, ancient or recently inserted. Additionally, this book includes a series of protocols designed to understand how host genomes act to regulate the activity of TEs, from elegant genetic mobilization assays to key biochemical methods. Finally, this book also includes chapters that describe how TEs can be used for biotechnological applications. Written for the Methods in Molecular
Biology series, chapters include introductions to their respective topics, lists of the necessary materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips on troubleshooting and avoiding known pitfalls. Authoritative and practical, Transposons and Retrotransposons: Methods and Protocols aims to ensure successful results in the further study of this vital field.
This book reviews the current applications of molecular tools in cytopathology and provides a concise handbook for those who provide care in this era of personalized medicine. Specifically, the text provides a comprehensive and concise review of the emerging molecular tests available clinically in different subspecialities of diagnostic pathology. It reviews the current data of molecular testing already applied in cytopathology, discusses some of the biomarkers with
potential utility in cytopathology in the near future and reviews the technical challenges in applying and validating molecular tools in liquid-based cytologic materials. Molecular Cytopathology will serve as a valuable resource for cytopathologists, cytotechnologists, pathology trainees, and clinicians with an interest in molecular applications in cytopathology.
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